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Learning Objectives: The INTERHEART study Clinicaltrials.gov NCT02670408

To understand:

1. The unmet need in heart transplant diagnostics
2. The principles of microarray analysis
3. Unsupervised and supervised analysis of high dimensionality data
4. The relationship of the MMDx diagnoses to histology diagnoses
5. The role of myocardial injury in heart transplant outcomes



Supplementary Table 1. Participating centers

Center Principal investigators Number in 889 cohort

A Coruña, Spain Dra. Maria G. Crespo-Leiro 92

Bologna, Italy Dr. Luciano Potena 201

Edmonton, Canada Dr. Daniel Kim 113

France Drs. Alex Loupy, P. Bruneval, and Xavier Jouven

Centre Hospitalier Universitaire de 

Bordeaux
1

Centre Hospitalier Universitaire de Rouen 9

Hôpital Européen Georges-Pompidou 203

Centre Hospitalier Universitaire de Nantes 11

Hôpital Necker 7

Hôpital de la Pitié 24

Los Angeles, USA

Cedars-Sinai Medical Center Dr. Jon Kobashigawa 51

University of California Los Angeles Drs. Mario Deng, Martin Cadeiras, and Eugene C. Depasquale 7

Sydney, Australia Dr. Peter Macdonald 92

Vienna, Austria Drs. Andreas Zuckermann, Arezu Aliabadi, and Johannes Goekler 76

Virginia, USA* Dr. Keyur B. Shah 2

TOTAL 889

* Two biopsies from Virginia Commonwealth University were not formally part of the INTERHEART study but we included them on request of the center, with patient consent.
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MMDx-Heart

INTERHEART                                    

Clinicaltrials.gov NCT02670408

The problem: unreliable (ñimpreciseò) histology diagnoses

We cannot train strong supervised classifiers on unreliable 

diagnoses
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Molecular phenotype of rejection 

in heart transplants is very similar 

to kidney rejection: 

permits kidney phenotype to guide 

development of MMDx-heart
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Distinguishing a 

heart injury 

phenotype from 

rejection
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Rejection-associated transcripts

New four-state (4 archetype) model:

Á S1normal = no rejection or injury

Á S2TCMR = TCMR

Á S3ABMR = ABMR

Á S4injury = recent heart injury

Developing the Molecular Microscope®

system   for EMBs (MMDx-Heart)


